: Genotypic frequencies for the aA and bA hemoglobin subunits, Hardy-Weinberg tests, and F ST for five paired lowland and highland populations of Andean dabbling ducks. Each line of consecutive amino acids represents an allele, and each pair of lines represents a genotype. Amino acids observed at higher frequency in highland populations are shown in orange, amino acids observed at higher frequency in lowland populations are shown in yellow, and positions that are not polymorphic within a single population pair are shown in white. Predicted genotypes not found in the sampled specimens are indicated by faded gray text. Ser-b4, which is fixed for the same derived amino acid in lowland and highland populations of crested ducks, is shown in gray. Two rare amino acids segregating in lowland populations of cinnamon teal (Thr-a28) and silver teal (Val-b54) are underlined; Ala-a28 is a synapomorphy for cinnamon teal and shovelers, whereas Thr-a28 and Ile-b54 are the ancestral states for dabbling ducks (McCracken et al. 2009b) . Bold black boxes indicate additional amino acid replacements that evolved in parallel in these taxa and/or the larger sample of highland waterfowl species (McCracken et al. 2009b ).
The numbers of individuals with each genotype are shown in parentheses. Significant departures from Hardy-Weinberg equilibrium and F ST ( ) are P ! .00001
shown in bold text. No difference from Hardy-Weinberg was observed for the aA subunit for lowland and highland populations analyzed separately (P ).
values 1 0.76 Figure A2 : F ST for each polymorphic nucleotide position in the five reference loci ODC1, ENO1, FGB, GRIN1, and PCK1, the aA hemoglobin subunit, and bA hemoglobin subunit, shown left to right. Polymorphic amino acid positions are indicated with "highland" alleles illustrated in yellow circles and "lowland" alleles illustrated in white circles. The overall F ST for each locus is shown below each set of traces. See table 2 for intron abbreviations. 
Table A2
Primers used to amplify and sequence the aA and bA hemoglobin subunits and five autosomal introns ). Position 1 corresponds to the first position of the start codon. GRIN1-11b.R amplifies the long GRIN11 allele resulting from a 414-bp short interspersed repeat, which segregates at high frequency in the highland subspecies of speckled teal Anas flavirostris oxyptera (see Zhu et al. 1991 for characterization in other waterfowl).
Table A3
Number .03
.03
Ϫ1.33
Silver/puna teal: values for a enolase and N-methyl D aspartate 1 glutamate receptor in crested duck result from indels being treated as "missing data" in the calculation. cds p coding sequence.
